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L essons learned from

structural proteomics efforts

(and previously known by those who
know their protein)

AMass spec purity

Soluble protein characterization ABuffer screens

prior to crystallization trials AThermal stability (Tm)
—
A Light scattering
A1D NMR

ADisorder analysis
ASurface entropy analysis
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Mandatory Membrane Protein }.
Microscale Pre-crystallization screen

Microscale Microscale

FSEC/SEC LCP-FRAP
(monodispersity) (Diffusion)
Each technique is weighted equally
with no one technique ever relied upon

_ exclusively
Microscale
1D NMR Negative results equally as important as
Assay positive results (where not to focus)
(Fold/
Compactness)

*Assumes expressions are high enough (>0.2 mg/liter purified material) and
pure by gel and mass spec



Eukaryotic Small Scale Parallel Expression
(2-5m| BV/Mammalian cell expression or <1ml E. coli)

Hanson et al., Protein Expression and Purification (2007)



